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The purpose of this project was to isolate Twelve different phage were independently isolated using
environment. Fecal samples were collected from Four different classes of phage were isolated:

a variety of farm animals and evaluated for the
presence of bacteriophage. For the present
study, a set of phage isolated from horses are *TonB independent strains
considered. These phage were plated on a
variety of Escherichia coli strains to identify
components of host specificity. One phage that +Strain that did not infect laboratory E. coli
could not grow on laboratory strains of E. coli was ; N
maintained on the original horse-borne coliform *{ :
from which it was isolated. Analysis of 16S rRNA ! j ——
sequences indicated this host was also an E. coli ‘ '
strain. This set of phage could be divided into '
four different classes based on plaque
morphology, apparent use of FhuA protein as a

receptor, and dependence upon the TonB energy
transduction system.
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A virus that infects bacteria is
known as a bacteriophage. Any
place that bacteria occur is likely
be phage as well, often at 10 times HR6B |HR1C lHR4C H
the amount of phage as bacteria. —_— LAl
While some have been subject to rigorous study, &l
most phage remain unexamined. Phage are of {522

interest in this study because they are thought to w3110
be a cause of genetic transfer between bacteria. ;
New phage were isolated from coliform bacteria s
they could be tested against known ph
laboratory strains of coliform bacteria |
transfer in future studie :
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